Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; R factor = 0.045; wR factor = 0.143; data-to-parameter ratio = 20.3.
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Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.045 wR(F 2 ) = 0.142 S = 1.06 6205 reflections 305 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.61 e Å À3 Á min = À1.07 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Schiff bases are among the most prevalent mixed-donor ligands in coordination chemistry. Schiff bases and their biologically active complexes have been studied over several decades (Anderson et al., 1997; Blower 1998; Corden et al., 1996; Govindasamy et al., 1999; Granovski et al., 1993; Li & Chang, 1991; Shahrokhian et al., 2000) . 2-hydroxy Schiff base ligands are of interest mainly due to the existence of O-H···N and O···H-N type hydrogen bonds and tautomerization between the phenol-imine and keto-amine forms (Unaleroglu & Hokelek, 2002; Kia et al., 2004) . This type of tautomerism plays an important role for distinguishing their photochromic and thermochromic properties (Cohen & Schmidt, 1964) . Knowing the structures of free Schiff bases in solution and in the solid state is important in view of the intramolecular hydrogen bonding and comparison with the structure of Schiff base complexes. In view of the importance of these organic ligands, the title compound (I) was synthesized and its crystal structure is reported here.
In the title compound ( Fig. 1) , intramolecular O-H···N, and N-H···N hydrogen bonds form six and five-membered rings, producing S(6) and S(5) ring motifs, respectively (Bernstein et al., 1995) . The two phenyl substituents on the quinoxaline unit are inclined at an angle of 17.87 (17)° to one another. They also form dihedral angles of 38.96 (15) and 44.46 (15)°w ith the ten-membered quinoxaline ring. In the crystal packing ( Fig. 2) , molecules are stacked along the b axis by π···π interactions with Cg2···Cg3 distances ranging from 3.628 (3) -3.729 (3) Å: symmetry codes 1 -x, 1/2 + y, 3/2 -z and 1 -x, -1/2 + y, 3/2 -z; Cg2 and Cg3 are the centroids of the C1-C6 and C8/C9/C10/C11/C14/C15 phenyl rings, respectively. The crystal structure is stabilized by intramolecular O-H···N, and N-H···N hydrogen bonds, weak intermolecular N-H···O and C-H···O hydrogen bonds, and π···π interactions.
Experimental
A mixture of o-diaminoquinoxaline (313 mg, 1 mmol) and 5-bromo salicylaldehyde (210 mg, 1 mmol) was suspended in 30 ml absolute ethanol. The reaction mixture was stirred under reflux for 1 h. After cooling, the precipitate was filtered, washed with ethanol and ether and dried under vacuum. Single crystals suitable for X-ray diffraction were obtained by evaporation of a mixed chloroform-ethanol (3/1, v/v) solution at room temperature.
Refinement
The H-atoms attached to O1 were located from the difference Fourier map and refined as riding with the parent atom with an isotropic thermal parameter 1.2 times that of the parent atom. The H-atoms bound to N were located in a difference Fourier map and refined freely with the parent atom with an isotropic thermal parameter 1.2 times that of the parent atom. The rest of the hydrogen atoms were positioned geometrically [C-H = 0.93 Å] and refined using a riding model, with thermal parameters 1.2 times those of the parent atoms. Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 119.8 C17-C18-H18 120.0 C5-C4-C3 120.6 (3) C19-C18-H18 120.0 C5-C4-Br1 119.7 (3) C20-C19-C18 119.5 (3) C3-C4-Br1 119.7 (2) C20-C19-H19 120.2 C4-C5-C6 120.1 (3) C18-C19-H19 120.2 C4-C5-H5 119.9 C21-C20-C19 120.3 (3) C6-C5-H5 119.9 C21-C20-H20 119.8 C5-C6-C1 118.9 (3) C19-C20-H20 119.8 C5-C6-C7 120.0 (3) C20-C21-C16 120.8 (3) C1-C6-C7 121.1 (3) C20-C21-H21 119.6 N1-C7-C6 121.0 (3) C16-C21-H21 119.6 N1-C7-H7 119.5 C23-C22-C27 119.1 (3) C6-C7-H7 119.5 C23-C22-C12 121.0 (3) C15-C8-N1 116.6 (3) C27-C22-C12 119.6 (3) C15-C8-C9 120.6 (3) C22-C23-C24 120.6 (3) N1-C8-C9 122.7 (3) C22-C23-H23 119.7 C10-C9-C8 121. 
2-
[(E)-(5-Amino-2,3-diphenylquinoxalin-6-yl)iminomethyl]-4-bromophenol
